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rPTPgamma D2 (NP 599183) Ptora (178) YVLEVRHFQARI S- - - - STFEL
ryPTPR5b D2 (BAA95197) (186) QCPKWPNPDAPLS- - - - STFEL
cPTPaamma D2 (098936) (186) QCPKWPNPDARI S- - - - STFEL
hPTPzeta_ D2 (NP 002842) PTPRZ1 (185) QCPKWPNPDSPI S- - - - KTFEL
cPTPzeta D2 (AAA49015) (185) QCPKWPNPDSPI S- - - - KTFEL
mPTPzeta D2 (XP 133009) Ptorz1 (185) QCPKMWPNPDSPI S- - - - KTFEL
rPTPzeta D2 (NP 037212) Ptprz1l (185) QCPKWRPNPDSPI S- - - - KTFEL
xPTPzeta D2 (BAA97445) (185) QCPKWPNPDSPI S- - - - KTFEL
ryPTPR5a_D2 (BAA95195) (181) QSPRWPNPDGRI S- - - - KTFEL
Consensus (237) QFT WPDHGVP LL FI V

QGVPKS- - GEGF
QGVPKT- - GEGF|

QGVPKS- - GEGF
QGVPKS- - GEGF
QGVPKS- - GEGF|
QGVPKS- - GEGF|
QGAPKS- - GEGF|

http://ptp.cshl.edu or http://science.novonordisk.com/ptp
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............. JLEN- - - ENAVD
JLEK- - - ENSVD
EN- - - ENSVD

JLEK- - - EN
JEK- - - ENS
LEQ- - - ENS

------------- VHDEYGGVTAGTFC, Qv
------------- VHDEHGGI TAGTEC, ILES- - - ENSVDVYQV
GPI VVHCSAGVGRTGTFI D NLE L E VDVF
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RLQRPHNVQTL
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RLQRPHMVQI L
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RNSKPNNVEAP
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RNSRPNMVETL
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RTQP- ANVQTE
RTQRPANVQTE
RTQRPANVQTE
RTQRPANVQTE
RTQRPANVQTE
RTQRPANVQTE
RTQRPANVQTE

FTDI
FTDI
FTDI
FTDI

QYRFCYDVALEY]
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QYHFCYDVALEY]
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QYKFCYEVALEY]
QYKECYEVALEY]

QYKEWYEVALEY!
QYKFEMYEVALEY!
EYQFCYQAALEY
QY QL CYRAALEY!
QY QL CYRAALEY!
QY QL CYRAALEY!
QY QL CYRAALEY!
QY QL CYRAALEY!
QY QL CYRAALEY!
QY QESYRAALEY!
QY QFCYRAALEY!
QY QFCYRAGLEY!
QY QFCYRAALEY!
EYQFCYQAALEY
EYQFCEQAALEY!
EYQFCYQAALEY
EYQFCYQAALEY
EYQFCEQAALEY!
EYQFCYQAALEY
QY QFIIYKARL SL
QY QFVYKAWNL SL
QY QFVYKANL SL
QYQFLYKANL SL
QYQFLYKANL SL
YKVILSL
QYQFLYKAI L SL
YKVVL SL
YKVVL SL
QYQFLYKANL SL

QFLYKALL SL

MVQT EQY FI'Y ALLE L
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