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SHP2 protein aligned with the apparent readingframe and exon strucuture of the SHP3 pseudogene

Exon 1 Exon 2 Exon 3
IMTSRRF4WFHPNITGVEAENLLLTRGVDGSFLARPSKSNPGDFTLSVﬂ—ﬂRNGAVTHIKIQNTGDYYDLYGGEKFATLAELVQYYMEHHGQLKE

—————— ﬁWFHPNISRVEAEKLFLSRGQRGDFLARPSESSPGGFTLSVﬂ—4EALGEGSLSQGLSRTLSSPVRALGTGRASVAATVLPEPGGAAGE

Exon 4
KNGDVIELKYPLNCADPTSERF4WFHGHLSGKEAEKLLTEKGKHGSFLVRESQSHPGDFVLSVRTGDDKGESNDGKS—KVTHVMIRCQF4ELKY

CSGVPIELWYPLGCQDPALEW—WYHGRLSGKEAEKLLLQKGHPGSFLVHMSQSDPGGFPLSALTQGWDEAQGSGRQPQVTHIMTHS Q=—KWET

Exon 5 Exon 6 Exon 7
DVGGGERFDSLTDLVEHYKKNPMVETLGTVLQLKQF4PLNTTRINAAEIESRVRELSKLAETTDKVKQGFWEEFEF4TLQQQECKLLYSRKEGQ

GS------ VLTPSETRCSRKSPLMGKVGAVVHLKQF4*PSRPRGSVLGAWRAVCRSSRATDASGKARQGFWVEFKF4MLQQQECRFLYPRKEGQ
Exon 8 Exon 9
RQENKNKNRYKNILPF4FDHT—RVVLHDGDPNEPVSDYINANIIMF4PEFETKCNNSKPKKSYIATQGCLQ————NTVNDFWRMVFQENSRVIV

SVENKPKNHYKNILPF*FDAT*RVILLNEDDSGPGADYIRVGVCGF4AVAPPRGAGPRGRRVYIA*QGCLQACLQATVAAFWATVHQENTRVIV

Exon 10 Exon 11
MTTKEVERGKF4SKCVKYWPDEYALKEYGVMRVRNVKESAAHDYTLRELKLSKVGQF*GNTERTVWQYHFRTWPDHGVPSDPGGVLDFLEEVHH

MTTREMERGN—4NKCFRDWPELPGSQEFGRVHMRVLGKGQAQGYCVRELQVWRPGQF*EEPQRTVQHFQYFGWPDYGVRADPAGVLGFRDEVNR

Active site Exon 12 Exon 13
KQESIMDAGPVVVHCS}—|AGIGRTGTFIVIDILIDIIREK—]GVDCDIDVPKTIQMVRSQRSGMVQTEAQYRFIYMAVQHYIETLQRRIEEE Q=
AQSSKPRAGPMVVHF S—JGGIGCTGTIIVIDILVDVIRRO—GLDCDTDVPKTIQLVWRQHWGMVQTEAPYKFTYLALQRHIRG-——-——-——— -

Exon 14

—kRKRKGHEYTNIKYSLADQTSGDQSPLPPCTPTPPCAEMREDSARVYENVGLMQQQKSFﬂ

http://ptp.cshl.edu or http://science.novonordisk.com/ptp
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