Identification of two retrotransposed genomic sequences on
chromosome 1g25.1 and 13912.3 with homology to TCPTP cDNA

TCPTP gene structure and cDNA is compared to pseudogenes TCPTP-P1 and TCPTP-P13

9a

Exon 1 2 3 4 5 6 7 g 348381415 .
/ utr IT TCA48

1 23 24 53 54 88 89 120 121 165 166 235 236 286 287 347

, TAG (1843) AATAAA
1;309223 o USTR 7 [l l I |] I 34§9 ??81 382 387 10
:  ATG (90)  (100)  (98) (137) (209) (161) (223) ,
(PTPN2) HI; jz u?rR -TC45
TAG  ATTAAA
1 387
. ATG T A TAG (348)
: 95%
F
TCPTP_P1— ..: :.:f%iqu—erfe—from 54 [} [ ] [} [ N J * :O“ [} .: [ X ] [_J [} o [ _ 1) 387 ——
Pseudogene L lexon 2 deletedl__A% A * "% x _
(76): ATG 9'40/ TAG (348)]  AAAAAAA
: (s
v
TCPTP_P13— 1.:.. [} [} : o0 00 O : [ N ] :.: [} [ X ] [} ...: [ N X N J o O o000 [} .: (] 387
Pseudogene AX X A A%
(3)ATG TAG (206)

PTP Motifs: NxxKNRY...DxxRVxL...DYINA...YIATQGP.. . TxxDFWxMxW...IVMxT...KCxxYWP...WPDxGxP.. . PxxVHCSAGXGRTG...QTxxQYxF

* Mutation in pseudogene A Deletion or insertion ¥ In frame stop codon

httn://ntn ~chl adi or httn://ercience novonnrdicek com/ntn Andercan at al (FASER |1\ 20NR



Supplement to analysis of pseudogenes (Fig 5 in manuscript)

Alignment of TCPTP (cDNA) with its pseudogenes TCPTP-P1 & -P13 (genomic sequence)
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TCPTP-45 GCC GCA GCG CCA GCG CTC TCC CCG GAT CGT GCG GGG CCT GAG CCT CTC CGC CGG CGC AGG CTIC TGC TCG CGC CAG CTC GCT CCC GCA GCC ATG CCC ACC ACC ATC GAG CGG GAG TTC GAA GAG TTG GAT ACT CAG CGT CGC TGG CAG CCG
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TCPTP-45 CTG TAC TTG GAA ATT CGA AAT GAG TCC CAT GAC TAT CCT CAT AGA GTG GCC AAG TTT CCA GAA AAC AGA AAT CGA AAC AGA TAC AGA GAT GTA AGC CCA TAT GAT CAC AGT CGT GTT AAA CTG CAA AAT GCT GAG AAT GAT TAT ATT AAT
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TCPTP-45 GCC AGT TTA GTT GAC ATA GAA GAG GCA CAA AGG AGT TAC ATC TTA ACA CAG GGT CCA CTT CCT AAC ACA TGC TGC CAT TTC TGG CTT ATG GTT TGG CAG CAG AAG ACC AAA GCA GTT GTIC ATG CTG AAC CGC ATT GTG GAG AAA GAA TCG
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V KCAQYWPTDIDQEMLT FIKET GTF SV KLL S EDVIKSYYTVHTLIULAOQLTENINSGTETHR
TCPTP-45 GTT AAA TGT GCA CAG TAC TGG CCA ACA GAT GAC CAA GAG ATG CTG TTT AAA GAA ACA GGA TTC AGT GTG AAG CTC TTG TCA GAA GAT GTG AAG TCG TAT TAT ACA GTA CAT CTA CTA CAA TTA GAA AAT ATC AAT AGT GGT GAA ACC AGA
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TCPTP-45 ACA ATA TCT CAC TTT CAT TAT ACT ACC TGG CCA GAT TTT GGA GTC CCT GAA TCA CCA GCT TCA TTT CTC AAT TTC TTG TTT AAA GTG AGA GAA TCT GGC TCC TTG AAC CCT GAC CAT GGG CCT GCG GTG ATC CAC TGT AGT GCA GGC ATT
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TCPTP-45 GGG CGC TCT GGC ACC TTC TCT CTG GTA GAC ACT TGT CTT GIT TTG ATG GAA AAA GGA GAT GAT ATT AAC ATA AAA CAA GTG TTA CTG AAC ATG AGA AAA TAC CGA ATG GGT CTT AT-T CAG ACC CCA GAT CAA CTG AGA TTC TCA TAC
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TCPTP-45 ATG GCT ATA ATA GAA GGA GCA AAA TGT ATA AAG GGA GAT TCT AGT ATA CAG AAA CGA TGG AARA GAA CTT TCT AAG GAA GAC TTA TCT CCT GCC TTT GAT CAT TCA CCA AAC AAA ATA ATG ACT GAA AAA TAC AAT GGG AAC AGA ATA GGT
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TCPTP-45 CTA GAA GAA GAA AAA CTG ACA GGT GAC CGA TGT ACA GGA CTT TCC TCT AAA ATG CAA GAT ACA ATG GAG GAG AAC AGT GAG AGT GCT CTA CGG AAA CGT ATT CGA GAG GAC AGA AAG GCC ACC ACA GCT CAG AAG GTG CAG CAG ATG AAA
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Q R L NENTEIRIKRIKRPRLTIDT *|l—» TCPTP-45 cDNA (3'UTR)

TCPTP-45 CAG AGG CTA AAT GAG AAT GAA CGA AAA AGA AAA AGG CCA AGA TTG ACA GAC ACC TAA TAT TCA TGA CTT GAG AAT ATT CTG CAG CTA TAA ATT TTG AAC CAT TGA TGT GCA AAG CAA GAC CTG AAG CCC ACT CCG GAA ACT AAA GTG AGG
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TCPTP-45 CTC GCT AAC CCT CTA GAT TGC CTC ACA GIT GTT TGT TTA CAA AGT AAA CTT TAC ATC CAG GGG ATG AAG AGC ACC CAC CAG CAG AAG ACT TTG CAG AAC CTT TAA TTG GAT GTG TTA A-G TGT TTT TAA TGA GTG TAT GAA ATG TAG AAA
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Poly-A Tail
TCPTP-45 AMA GAT GTA CAA GAA ATA AAT TAG GAG AGA TTA CTT TGT ATT GTA CTG CCA TTC CTA CTG TAT TTT TAT ACT TTT TGG CAG CAT TAA ATA TTT TTG TTA AAT AAA AAA AAA AAA AAA
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