Human PTPs with Orthologs in Fly and Worm
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Human PTPs with Orthologs in Fly but not in Worm
Subtype NT1 Subtype NT3 Subtype NT6 Subtype NT8

36% o
~(57%)

33% p
«53% ) (@9%)
~l60%)
50% 38%
(63%) (55%)

Subtype R7

<+ (56%)™
54%% 23% 23%
(62%) (36%) (29%)
Ba CG32697 MEG2 DPEZ  PTPD1 CG9311 HDPTP DPTP-ER HePTP
DPTP61F  PTP1B gl STEP
TCPTP PCPTP1
Fly PTPs with no Clear Orthologs in Human
Subtype R9 Subtype R5? Subtype Unclassified
DPTP69D DPTP52F Fragments BRO-1
from Fly BRO1 .
homology
Retinaldehyde
* binding-like
~ oo™ =iy
/" Carbonic
42% 57% 41% _/ anhydrase-like
(57%) (71%) (53%) ' T
28% 37% 1 8°/ P rOIrITTenI;ICh
(43%) (52%) (25°/: CG7180 sadme
@D His-domain
DPTP69D ceCLR-1 DPTP99A  PTPy ceK04D7.4 DPTP52F m @ PTP domain
PTPC . (weak similarity)

http://ptp.cshl.edu & http://science.novonordisk.com/ptp

Andersen et al Methods 2004



